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<210> 1 
<211> 1101 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> synthetic construct 
<400> 1 

atggcggata cagctagagg aacccatcac gatatcatcg gcagagacca gtacccgatg 60 
atgggccgag accgagacca gtaccagatg tccggacgag gatctgacta ctccaagtct 12 0 
aggcagattg ctaaagctgc aactgctgtc acagctggtg gttccctcct tgttctctcc 180 
agccttaccc ttgttggaac tgtcatagct ttgactgttg caacacctct gctcgttatc 240 
ttcagcccaa tccttgtccc ggctctcatc acagttgcac tcctcatcac cggttttctt 300 
tcctctggag ggtttggcat tgccgctata accgttttct cttggattta caagtacgca 360 
acgggagagc acccacaggg atcagacaag ttggacagtg caaggatgaa gttgggaagc 42 0 
aaagctcagg atctgaaaga cagagctcag tactacggac agcaacatac tggtggggaa 480 
catgaccgtg accgtactcg tggtggccag cacactactc tcgttccacg aggatccgac 540 
aaccagcggc tcttcaataa tgcagtcatt cgtgtacaac acctgcacca gctggctgca 600 
aaaatgatta acgactttga ggacagcctg ttgcctgagg aacgcagaca gctgagtaaa 660 
atcttccctc tgtctttctg caattctgac tacattgagg cgcctgctgg aaaagatgaa 720 
acacagaaga gctctatgct gaagcttctt cgcatctctt ttcacctcat tgagtcctgg 780 
gagttcccaa gccagtccct gagcggaacc gtctcaaaca gcctgaccgt agggaacccc 840 
aaccagctca ctgagaagct ggccgacttg aaaatgggca tcagtgtgct catccaggca 900 
tgtctcgatg gtcaaccaaa catggatgat aacgactcct tgccgctgcc ttttgaggac 960 
ttctacttga ccatggggga gaacaacctc agagagagct ttcgtctgct ggcttgcttc 1020 
aagaaggaca tgcacaaagt cgagacctac ttgagggttg caaattgcag gagatccctg 1080 
gattccaact gcaccctgta g 1101 

<210> 2 
<211> 366 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic construct 



<400> 2 

Met Ala Asp Thr Ala Arg Gly Thr His His Asp lie lie Gly Arg Asp 
15 10 15 



Gin Tyr Pro Met Met Gly Arg Asp Arg Asp Gin Tyr Gin Met Ser Gly 
20 25 30 



Arg Gly Ser Asp 
35 

Ala Val Thr Ala 
50 

Val Gly Thr Val 
65 

Phe Ser Pro lie 



Thr Gly Phe Leu 
100 

Phe Ser Trp lie 
115 

Asp Lys Leu Asp 
130 

Leu Lys Asp Arg 
145 

His Asp Arg Asp 



Arg Gly Ser Asp 
180 

Gin His Leu His 
195 

Ser Leu Leu Pro 
210 

Ser Phe Cys Asn 
225 

Thr Gin Lys Ser 



lie Glu Ser Trp 
260 

Asn Ser Leu Thr 
275 

Asp Leu Lys Met 
290 

Gin Pro Asn Met 
305 

Phe Tyr Leu Thr 



Leu Ala Cys Phe 
340 



Tyr Ser Lys Ser 
40 

Gly Gly Ser Leu 
55 

lie Ala Leu Thr 
70 

Leu Val Pro Ala 
85 

Ser Ser Gly Gly 



Tyr Lys Tyr Ala 
120 

Ser Ala Arg Met 
135 

Ala Gin Tyr Tyr 
150 

Arg Thr Arg Gly 
165 

Asn Gin Arg Leu 



Gin Leu Ala Ala 
200 

Glu Glu Arg Arg 
215 

Ser Asp Tyr lie 
230 

Ser Met Leu Lys 
245 

Glu Phe Pro Ser 



Val Gly Asn Pro 
280 

Gly lie Ser Val 
295 

Asp Asp Asn Asp 
310 

Met Gly Glu Asn 
325 

Lys Lys Asp Met 



Arg Gin lie Ala 



Leu Val Leu Ser 
60 

Val Ala Thr Pro 
75 

Leu lie Thr Val 
90 

Phe Gly lie Ala 
105 

Thr Gly Glu His 



Lys Leu Gly Ser 
140 

Gly Gin Gin His 
155 

Gly Gin His Thr 
170 

Phe Asn Asn Ala 
185 

Lys Met lie Asn 



Gin Leu Ser Lys 
220 

Glu Ala Pro Ala 
235 

Leu Leu Arg lie 
250 

Gin Ser Leu Ser 
265 

Asn Gin Leu Thr 



Leu He Gin Ala 
300 

Ser Leu Pro Leu 
315 

Asn Leu Arg Glu 
330 

His Lys Val Glu 
345 



Lys Ala Ala Thr 
45 

Ser Leu Thr Leu 



Leu Leu Val He 
80 

Ala Leu Leu He 
95 

Ala He Thr Val 
110 

Pro Gin Gly Ser 
125 

Lys Ala Gin Asp 



Thr Gly Gly Glu 
160 

Thr Leu Val Pro 
175 

Val He Arg Val 
190 

Asp Phe Glu Asp 
205 

He Phe Pro Leu 



Gly Lys Asp Glu 
240 

Ser Phe His Leu 
255 

Gly Thr Val Ser 
270 

Glu Lys Leu Ala 
285 

Cys Leu Asp Gly 



Pro Phe Glu Asp 
320 

Ser Phe Arg Leu 
335 

Thr Tyr Leu Arg 
350 



Val Ala Asn Cys Arg Arg Ser Leu Asp Ser Asn Cys Thr Leu 
355 360 365 



